The whole-genome sequence of Staphylococcus argenteus strain B3-25B, isolated from retail beef liver, comprises a circular chromosome (2,676,222 bp) and a single plasmid (21,570 bp). The chromosome harbors genes encoding the type VII secretion system and several virulence factors.
NCBI Prokaryotic Genome Annotation Pipeline. The chromosome has a GC content of 32.3% and contained 2,447 predicted coding DNA sequences (CDSs), including 63 RNAs and 287 subsystems. Chromosomally borne virulence factors included autolysin-, fibronectin-, and fibrinogen-binding proteins, extracellular and intercellular adherence proteins, elastin-binding proteins, and staphylococcal protein A. Genes encoding protease, hyaluronate lyase, lipase, staphylocoagulase, and thermonuclease were identified, along with genes involved in immune system invasion and the type VII secretion system. Of special interest was the presence of genes encoding hemolysin (hly, hld, hlgABC), exfoliative toxin, and exotoxins 2, 7, 9, 10, 11, 12, 13, 15, 16, and 23 . Genetic elements that foster survival during food processing were detected, such as those that enhance survival in response to electrophiles, osmotic and oxidative stress, and thermal stress. Genes responsible for heavy metal tolerance (cobalt/zinc/cadmium, arsenate, and mercury), antibiotic resistance (fluoroquinolones and multidrug resistance efflux pumps), and bile resistance were identified. The blaZ gene was detected on the plasmid, which may confer resistance to ␤-lactam antibiotics.
Data availability. The whole-genome shotgun data for Staphylococcus argenteus strain B3-25B have been deposited in GenBank under the accession numbers CP042286 for the chromosome and CP042287 for plasmid pSALNBL21. The raw sequence reads have been deposited in the Sequence Read Archive (SRA) under accession number PRJNA555633.
